Jasonia (Asteraceae) is a small genus with about five species and mainly distributed in the Mediterranean region [1] . Some species of this genus exhibit a number of biological activities such as hypoglycemic, antidiabetic [2] , antiprotozoal [3] , anti-inflammatory [4] , antibacterial and antimicrobial [5, 6] . Previous chemical studies on this genus revealed that the characteristic constituents are sesquiterpenes and sesquiterpene lactones, including highly oxygenated eudesmane alcohols [3, [7] [8] [9] [10] [11] [12] [13] , eudesmanoic acids [14] , germacranes [15] , guaianolides and pseudoguaianolides [5] . In our previous work on this genus, we isolated a rare tricyclic eudesmane sesquiterpene together with six other new sesquiterpenes [10] and two new flavonoids from the leaves of J. candicans [16] , while the aerial parts afforded some new sesquiterpene lactones possessing antimicrobial activity [5] . In a continuation of our phytochemical study of this genus and the search for new constituents, we reinvestigated the extract of the leaves of J. montana and report herein the isolation and structural elucidation of jasomontanone (1), a novel rearranged eudesmane sesquiterpene with a new 5/7 membered bicyclic-ring-system. 13 C NMR spectrum, the remaining two degrees of unsaturation were, therefore, attributed to a bicyclic skeleton. All the above data assumed 1 to be a dihydroxy derivative of a bicyclic sesquiterpene ketone. The 1 H NMR spectrum of 1 (Table 1) The first sequence, A [-C(1)H 2 -C(2)H 2 -C(3)H 2 -], was followed from the C-1 methylene protons (δ 1.60 and 1.52), which showed 1 H-1 H spin correlations with the C-2 methylene protons (δ 1.58), and this further exhibited vicinal couplings with the C-3 methylene protons (δ 1.80 and 2.43). The second sequence, B [-C(6)H 2 -C(7)H(R)-C(8)H 2 -C(9)H 2 -], was traced from the C-6 methylene protons (δ 2.54 and 2.72), which exhibited 1 H-1 H COSY interactions with the methine proton C-7 (δ 1.61), which in turn showed vicinal couplings with the C-8 methylene protons (δ 1.48 and 1.72), and this further exhibited 1 H-1 H COSY interactions with the C-9 methylene protons (δ 1.61 and 1.51). The presence of a hydroxyisopropyl group at C-7 of the sesquiterpene skeleton was indicated by the two methyls at δ 1.19 (H-12) and 1.24 (H-13), which showed long-range HMBC correlations with their corresponding carbons, C-12 (δ 26.3) and C-13 (δ 27.9), in addition to a similar set of correlations with the neighboring carbons, δ 72.7 (C-11) and δ 49.8 (C-7). The second hydroxyl group was assumed to be a part of an angular hydroxymethylene group that was established from the characteristic AB spin system of two oxymethylene protons at δ 4.02 (1H, d, J = 11.0 Hz) and 3.57 (1H, d, J = 11.0 Hz). Furthermore, these protons showed, in the HMQC spectrum, correlations with an oxymethylene carbon at δ 66.5. The complete structure of 1 from the partial structures (A and B) and groups deduced from the spectral data was established from the HMBC experiments ( Figure 1 ). The HMBC correlations observed between the methyl group H-14 at δ 1.15 with the carbon signals at δ 45.8 (C-1), 65.5 (C-4), 40.3 (C-9) and 43.5 (C-10) established the attachment of this methyl at C-10. Moreover, the HMBC correlations observed between the hydroxymethylene protons H-15a (δ 4.02) and H-15b (δ 3.57) with the carbons C-3 (δ 31.6), C-4 (δ 65.5), C-5 (δ 214.7) and C-10 (δ 43.5) located the hydroxyisopropyl group at C-7. From all these HMBC correlations (Figure 1) , it was evident that the partial sequence A was connected to the partial sequence B through the quaternary carbons C-4 and C-10; also, the methyl group H-14 was connected to the hydroxymethylene group CH 2 -15 through the same carbons C-4 and C-10, which established the presence of a 5/7 membered bicyclic-ring-system and confirmed structure 1. The position of the keto group (δ 214.7) was assigned to C-5 from the chemical shifts of the methylene protons H-6α and H-6β at δ 2.54 and 2.72, respectively, and from the HMBC correlations to H-3, H-6, H-7, H-15a and H-15b. The relative stereochemistry of 1 was deduced from analysis of the NOESY experiments (Figure 2 ), by inspection of the Dreiding model, and from biogenetic consideration. To be consistent with all the previously isolated bicyclic sesquiterpenes from the same species and genus [3, [7] [8] [9] [10] [11] [12] [13] [14] , which showed that the β-stereochemistry of CH 3 -14 is characteristic for these compounds, and based on the biogenetic correlation between 1 and sesquiterpenes of this genus, we proposed the same (β) stereochemistry for the methyl group at C-10 (CH 3 -14) in 1. In this case, the strong NOEs observed between this methyl group (CH 3 -14) and H-6 at δ 2.72 indicated the β-orientation of this proton. This H-6β resonated as a doublet of doublets and showed geminal coupling with H-6α (J = 11.5 Hz) and trans diaxial coupling with the methine proton H-7 at δ 1.61 (J = 10.5 Hz). The diaxial coupling permitted us to establish an α-stereochemistry for H-7 and consequently the β-configuration for the hydroxyisopropyl group at C-7, the same stereochemistry observed in the common sesquiterpenes of this genus [3, [7] [8] [9] [10] [11] [12] [13] [14] [15] . This result was further supported by the NOESY spectrum, which showed a strong NOE between H-6β and the methyl groups CH 3 -12 and CH 3 -13. Furthermore, the strong NOEs observed between H-6β and the angular methyl group at C-10 (CH 3 -14) and H-15a of the hydroxymethylene proton at C- It is known that the common sesquiterpenes possessing a 5/7 membered bicyclic-ring-system (guaiane skeleton) are formed via a 1/5 cyclization process of the germacrane skeleton [17] [18] [19] . However, jasomontanone (1) was found to possess a new 5/7 membered bicyclic-ring-system. Most likely it is formed via rearrangement (1,2-alkyl shift and ketonization) of the epoxide derivative of the common eudesmane alcohol (1c) in this genus [3, [7] [8] [9] [10] [11] [12] [13] [14] . The proposed biosynthetic route of 1 starting from the fundamental sesquiterpene precursor, farnesyl pyrophosphate (FPP) [17] [18] [19] , is shown in Scheme 1. HMBC: H-3α / C-2, C-5, C-10; H-3β / C-1, C-2, C-4, C-5, C-15; H-6α and H-6β / C-4, C-5, C-7, C-8, C-11; H-12 / C-7, C-11, C-13; H-13 / C-7, C-11, C-12; H-14 / C-1, C-4, C-5, C-10; H-15a and H-15b / C-3, C-4, C-5, C-10. MS (CI): m/z (%) 255 
